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Agricultural and Rufal Affairs Chengdu 610041 China)

Abstract: In order to understand the effect of biogas fermentation on bacterial flora in the rural organic waste two 20 L re—
actors in stable operation were selected and two hydraulic retention times ( 15 d 20 d) were experimented. The experimen—
tal results showed that from the tested 2 hydraulic retention time the biogas production increased with the shortening of the
hydraulic retention time. The methane content in biogas was greater than 50% and the methane content in the reactor with
larger particle size was higher than that with smaller particle size. In the 4 batches of raw materials selected there existed
pathogenic bacteria Enterobacter and Enterococcus no Salmonella  Shigella Castellani and Staphylococcus Aureus were
found. As the biogas fermentation went on pathogenic bacteria became less and fermentation bacteria became more.
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