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Abstract: In low temperature biogas fermentation process Acetobacter pastcurianum can effectively increase biogas pro—
duction of cattle and sheep manure as well as cellulose content of biogas fermentation residue. In order to explore its role
in low-temperature biogas fermentation fluorescence quantitative PCR was used to quantitatively analyze Acetobacter pas—
teurianum added in the process of low-temperature fermentation under different treatment conditions in this paper. The re—
sults showed that the equation of standard curve is y = —3.024x +30. 73 with an error of 0. 0680. The concentrations of
16S rDNA of Acetobacter pastcurianum were 41. 83 fgepul.™" 33.77 fgepl. ™" and 31.93 fg*uL "' in the sample 2 4 and 7
respectively. The copy number of Acetobacter pastcurianum gene was 90% 54% and 45.6% higher than that of the control
group respectively and the gas production of the three treatments was relatively high. Establishing the detection system by
real-time fluorescent quantitative PCR can quickly and sensitively quantify Acetobacter pastcurianum more in low—empera—
ture biogas fermentation meanwhile determine the relevance between the bacteria and gas production. It may lay a theoreti—
cal foundation on the screening of microbial inoculums for low temperature biogas fermentation in northern China.
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